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ggt 


ctg 


aca 


cca 


cac 


tgt 


1680 


187 


Leu 


Leu 


Lys 


Ala 


Glu 


Ser 


He 


Tyr 


Leu 


Asn 


Gly Leu Thr 


Pro 


His 


Cys 




188 




385 










390 










395 
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PAGE: 5 RAW SEQUENCE LISTING DATE: 03/03/2000 

PATENT APPLICATION US/09/503,089 TIME: 11:28:35 

Input Set: 1503089. RAW 

189 get ggt gag gac ata get gtc att gag aac atg aag tag ccctctcttg 172 9 

190 Ala Gly Glu Asp lie Ala Val He Glu Asn Met Lys 

191 400 405 410 

192 gaagagtctg aggtggagcc atagggaagg gcttctctag gctctttgtg actgttgccg 1789 

193 gtagcattta aacattgtgc atggtgacct caaagggaaa gcaaatagaa aacacccatc 1849 

194 tggtcacctt acatccaggg agggtgttgt cccgaggcgg cactctgagg atgccgtgtg 1909 

195 ctgtccgctg agtgctgagt gatggacagg cagtgtctga tgccttttgt gcccagactg 1969 

196 tttcccctcc ccctctctcc taacgtgcca taaggectat gaatgaatct gaatgctttg 202 9 

197 ctggtcatgt agattggagg gatcagccct tggtttttca tggttcacct aactgagect 208 9 

198 ggatactgac cacttaggga tgacaacatt tctttttgta aatggcgaga aattcttacg 2149 

199 cagectttta cctaagaaat tttctgccag tgecttatet tatgaagaaa caagaccctg 2209 

200 tctggtgggc ttgtggttcc tcccttcccc gccctcaccg tgggctcacc etttgetgae 2269 

201 tctcacctat cccctcccct ccgcatacct tattgtgctg gaagcaatgt gtggcttgat 2329 

202 ggaagaaaca gatgecaact gcaggcacag aagcaacatg gaagctctgg cgtcacgggc 2389 

203 actgeagaga agggaggtca gagaaggece ctctgagtat ttatttgacc ggggtaccaa 2449 

204 tggtacagct atatatatgt acagagtaat aattcccagg ccggtaacct tggctgette 2509 

205 cacacggccc ccttttttcc ctggcagtat ttgaagttta tcatttatta ataactagtc 2569 

206 atttttaaag gcagaagaag acatgagcac atacatctgt aatctacgtg atgtgataag 262 9 

207 aaaactgttc agactggtat tgcaaggtga tctcagacag tcgatatgga ttcattctga 2689 

208 tgagaagaaa acagegagae cacgtgtcgt gegcatgage tcatacaggg ctcactgtca 2749 

209 gcttggacca gecegtgagg tacagcaggc ttacacactt tcttttctta agtggttctt 2809 

210 gecaaactgg agggaggggc gatgcccttc agaagggggc acagccccag ccagcccagg 2869 

211 gtccctctgt ggtcatgact gggtgtgagc acagatgetg gecttgggat cactgtgagt 2929 

212 tttgcacatg gagagataca gaetgetgge ataggtegtc tctaacagta gagaaaaege 2989 

213 cgattagcac aatctaaatc ccccgagtag ctttttgttt aggataagag aaggctggta 3049 

214 - attcacttaa tttaaattta tatcctataa ttctttttgg atgtttcaag attcagaaaa 3109 

215 agtccagtcc ctgeatctag caaaccgccg ccctttcctc tgtgcccgta cttacatcta 3169 

216 ctgaacactg tatatgtaat ttttaaattt ttaaagegea gaaggaaaat gattcttcta 3229 

217 catgtaatcg caaaactgat ttctcccttc tgggggaggc ttgggcttac gtgatcatgt 3289 

218 ggcattcaga gtaaagtctt aagacataaa cccaggatgt ttaaaaacac aaaaagattc 334 9 

219 ctattttcca aaatttgaat ttaagctata aatgtaaata tatccagttc gettgeagag 3409 

220 agtactttta taaacctatg aagattctaa ccaaaatttt aaaatgtcgg gttcctttac 3469 

221 aaagaaagct ccacccatct cctgaatagc cgttttggaa gctgacatgg tgggatgtac 352 9 

222 caegtataaa ctgtgaactg gaggacaaat aaagtttgta attaaaaaaa a 3580 




<210> 5 
<211> 394 





<213> Ss sp. ^snn^ ^ 'JUu^Jt K^^- /Jm^4<M / 



<223> TASK 
<400> 5 

Met Lys Arg Gin Asn Val Arg Thr Leu Ala Leu lie Val Cys Thr Phe 

15 10 15 

thr Tyr Leu Leu Val Gly Ala Ala Val Phe Asp Ala Leu Glu Ser Glu 

20 25 30 

Pro Glu Leu lie Glu Arg Glh Arg Leu Glu Leu Arg Gin Gin Glu Leu 

35 40 45 

Arg Ala Arg Tyr Asn Leu Ser Gin Gly Gly Tyr Glu Glu Leu Glu Arg 

50 55 60 

Val Val Leu Arg Leu Lys Pro His Lys Ala Gly Val Gin Trp Arg Phe 
, 65 70 75 80 

Ala Gly Ser Phe Tyr Phe Ala He Thr Val lie Thr Thr He Gly Tyr 

85 90 95 

Gly His Ala Ala Pro Ser Thr Asp Gly Gly Lys Val Phe Cys Met .Phe 

100 105 110 

Tyr Ala Leu Leu Gly He Pro Leu Thr Leu, Val Met Phe Gin Ser Leu 

115 120 125 

Gly Glu Arg tie Asn Thr Leu Val Arg Tyr Leu Leu His Arg Ala Lys 

130 135 140 

Lys Gly feu Gly Met Arg Arg Ala Asp Val Ser Met Ala Asn Met Val 
145 V 150 155 160 

Leu He Gly Phe Phe Ser Cys He Ser Thr Leu Cys He Gly Ala Ala 

165 170 175 

Ala Phe Ser His Tyr Glu His Trp Thr Phe Phe Gin Ala Tyr Tyr Tyr 

180 185 190 

Cys Phe He Thr Leu Thr Thr He Gly Phe Gly Asp Tyr Val Ala Leu 

195 200 205 

Gin Lys Asp Gin Ala Leu Gin Thr Gin Pro Gin Tyr Val Ala Phe Ser 

210 215 220 

Phe Val Tyr He Leu Thr Gly Leu Thr Val He Gly Ala Phe Leu Asn 
225 230 , 235 240 

Leu Val Val Leu Arg Phe Met Thr Met Asn Ala Glu Asp Glu Lys Arg 

245 250 255 

Asp Ala Glu His Arg Ala Leu Leu Thr Arg Asn Gly Gin Ala Gly Gly 

260 265 270 

Gly Gly Gly Gly Gly Ser Ala His Thr Thr Asp Thr Ala Ser Ser Thr 

275 280 285 

Ala Ala Ala Gly Gly Gly Gly Phe Arg Asn Val Tyr Ala Glu Val Leu 

290 295 300 

His Phe Gin Ser Met Cys Ser Cys Leu Trp Tyr Lys Ser Arg Glu Lys 
305 \ 310 315 320 

„ Leu Gin Tyr ^r He Pro Met He He Pro Arg Asp Leu Ser Thr Ser 
i 325 330 335 

Asp Thr Cys Val Glu Gin Ser His Ser Ser Pro Gly Gly Gly Gly Arg 

340 345 350 

Tyr Ser Asp TJir Pro Ser Arg Arg Cys Leu Cys Ser Gly Ala Pro Arg 

355. 360 365 

Ser Ala lie Ser Ser Val Ser Thr Gly Leu His Ser Leu Ser Thr Phe 

370 375 380 

Arg Gly Leu Met Lys Arg Arg Ser Ser Val 
385 390 

\ Please review the 

Sequence Listing to ensure that a corresp nding explanati n is presented in the <220> to 
<223> foelds of each sequence which presents at least one n or Xaa. ^ ^ 




